Supplementary Figure 1. PPI-network of commonly deregulated genes in lung adenocarcinoma. 148 genes (in circular layout), which have been consistently reported as deregulated in lung adenocarcinoma, and whose upstream neighborhood (order 2) is significantly enriched by differentially expressed miRNAs, were connected by PPIs (p<0.001; see PPI network analysis). 58 of these genes, which were directly connected (p=0.044) are labeled by their symbols. Network comprises 4,324 nodes in total, out of which 469 belong to lung cancer prognostic genes (p=0.036).
Supplementary Figure 2. miRNA-TF-gene regulatory network. Differentially expressed
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